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mi, y 18 (19.1%) yposens JJHK BI'B 6611 mexxy 2000 1 20000
ME/mn u 'y 6 (6.4%) npessian 20000 ME/mt.

JlanHbIC 171 OLICHKH KJIMHUYCCKOH (a3l xpoHuueckoit HBV
uH(ekunn obun goctymnusl 11 60 u3 111 narmentos (54%).
JlBoe narmentoB O6bun HBeAg-nonoxuTensHbIME, OfMH U3 HHUX
C TeNaTuToM, a APYroi ¢ HOPMAJbHBIM YPOBHEM alaHUH aMHHO-
Tpancdepassl (ALT). V Gompumncrea (y 44) naumeHToB ObLia
HBeAg-orpunarensHas popma xponudeckoii nudpexmu (73,5%).

ITpu 3ToMm, 11 13 60 (18,5%) MMenu BEICOKYIO BUPYCHYIO Harpy3Ky
(>2000 ME / mu1) 1 HopMainbHbIi ypoBers ALT B kpoBu.
Hecmotps Ha HeOONbLIOE KOJMYECTBO MALIMEHTOB, MBI MOXKEM
c/IenaTh BBIBOM, YTO OOJBUIMHCTBO mMaieHToB 45/60 (75%)
umenu HBeAg-nonoxurenbHyo WM OTPULATEIbHYI XPOHU-
geckyto uapexunio HBV 6e3 remarura. Ognako, nourn y 19%
(11/60) mauneHTOB HE ONPEIEISIICS MEXKIYHAPOIHO MPU3HAH-
Has ¢aza HBV unbekmn.
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B 39353030l godygbom (HBV) asdmfg99eo obggd-
0o Fomdmowagbls xobps3gol gom-g@m dmsge® 3G md-
@gdsls Lo Jodmggenmdo. 18 Favols bgdme dJnlbsbangmdols
25.9%-mob goflodpgds Fo@lymdo yows@obogno HBV
0bg39dos (anti-HBcAb - owgdomo, HBsAg - yotymego-
00), bognem 2.9% - JOmbogyao HBV 0bggdios (HBsAg-
©5©JE0M0).

3320g30L dobobls Toddmopagbos geobogy®o gobyg-
b0l ggoligds  JOmbogyao HBV  obggdaoom  3s53096-
H90do Logodmgganmdo.

bodgoobm 39bG®o d@hgggeol dmbsigdms dsbo-
ob dgdmbgggomo ybom dgo@bs 111 Jmboggeo HBV ob-
19d3aob IJmbg 353096@0L gemobogy@o dmbszgdgdo. wgod-
ol godOmbo Jggobes “Qod@mlgobols” s3s@s@om,
3009Lgmmo sBgo@mgol goblsbmgds gobbm®zogms
3me0dg@obo3ools xodkgydo Mgsd3ool (3x®) Jgmmwon
Ggogy® ©OmJo. @godgol GoMdmbo sdmygmobos
74 (67%) 3530963, dompyob 9ddsgmglmdsls (72, 97%)
o sedmahbes  @godgols ddody Bmddmbols bodbgdo.
3009Lymo s@godmgol dmbsigdgdo byamdols(gomdo
04 94 353096 0bmgol, boowsbsi 70 dgdmbgggsdo
(74.5%) HBV-DNA ©mbg Lolbendo ogem <2000 .9./da., 18

‘dgdmbgggsdo (19.1%) 2000-s6 20000-dg 1.g/dm, beagoe
6 Jgdmnbgggsdo (64%) 20000-bg dg@o U.g/dao.

3530963 gd0l 54%-do  (60/111) bgerdols§gomdo oym
3e00bogg@o gobol Jgbogalgdgmo yggms dohggbgdgaro
(HBeAg, godglgeno ©o@dgodmgs, ALT- ©ombg Lolbendo,
©g0d@ols @sbosbgdol bodmolbo). s@bodbyeno dmbszg-
dg00l obognobol Jgogyo s@dmhbes, ®md 2 35309631
Jmbes Jombogygeo, HBeAg wswgdomo, HBV 0bggdaos,
9ol 39353 0B 0m, bognm dgmdgl - 3g3s@o@ols aomgdy.
353096¢ 900l 9IBsgmglimdsl smgbodbgdbmes HBeAg-
Potymgomo  JOmbogyao HBV o0bggdios dgd3s@o@ol
3oM9dg (44/60, 73.5%). 11 dgdmbgggsdo 60-psb (18.5%)
3odmgmobes  dopsmo  godylymo  ws@godmgs (HBV
DNA>2000 U.9/3@0) s bo@dsgry@o ALT-I wmby.

dogbgoogom  353096@gd0L  I3odg  GsmEgbmdols,
d9230d@0s ©ogolggbom, M3 353096@ gd0l YIBogeng-
bmds 45/60 (75%) gerobogogo®ws @Gmama 3 HBeAg-
©oEgbomo  ob  odygmgomo  0bxgdaos  3g3s@odol
300979, mdiEs 353096G ool wosbenmgdom  19%-do
(11/60), s@dlgdygeo Log@msbm@obem gansbogogsiools
dglododobo  gamobogyg®o gobols aoblabwgds dged-

@ 9dgao 0yem.

DISTRIBUTION OF HBV GENOTYPES AMONG GEORGIAN PATIENTS
OF DIFFERENT AGE GROUPS
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Chronic hepatitis B virus (HBV) infection is a leading risk
factor for deaths from cirrhosis and liver cancer worldwide. It is
estimated that approximately two billion people have evidence
of past or present infection with HBV infection and 248 mil-
lion individuals are chronically infected [1]. The overall
prevalence of hepatitis B Surface Antigen (HBsAg) is report-
ed to be 3.6%; however, it varies depending the geographic
area. The prevalence of chronic HBV ranges from <2% in
low-prevalence areas to 2% to 7% in intermediate-prevalence
and >8% in high-prevalence areas [2]. The wide range in the
prevalence of patients with chronic HBV in different parts of
© GMN

the world is largely related to differences in the age at infec-
tion, which is inversely related to the risk of chronicity. The
rate of progression from acute to chronic HBV infection is
approximately 90 percent for perinatally acquired infection,
20 to 50 percent for infections between the age of one and
five years, and less than 5 percent for adult-acquired infection
[3]. A cross-sectional, nationwide survey to assess hepatitis B
prevalence among the general adult Georgian population (age
>18 years) was conducted in 2015. The national prevalence
of anti-HBc and HBsAg positivity among adults were 25.9%
and 2.9%, respectively [4].
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Table 1. Associations of Hepatitis B virus genotypes with patient demographic data

Genotype
Characteristics Total P value
A D
N % N % N %
Age
<=35 26 53.1 23 46.9 49 583
<0.05
>35 10 28.6 25 71.4 35 41.7
Sex
Male 22 40.7 32 59.3 54 62.1 L0o
Female 14 42.4 19 57.6 33 37.9 .
Region
Thilisi 22 40.0 33 60.0 55 63.2
Eastern Georgia 7 50.0 7 50.0 14 16.1
Western Georgia 7 38.9 11 61.1 18 20.7 0.77

According to phylogenetic analyses, HBV can be classified
into 10 genotypes (A to J) based on an inter-group divergence of
8 percent or more in the complete nucleotide sequence [5]. There
is growing evidence suggesting that HBV genotypes influence
clinical outcomes, HBeAg seroconversion rates, mutational pat-
terns in the precore and core promoter regions, and response to
interferon therapy. The prevalence of specific genotypes varies
geographically. Genotype D is more common in Southern Eu-
rope and in neighborhood of our country. Data is lacking about
genotype distribution in Georgia. This study aims to evaluate
genotype distribution among different age groups in Georgia.

Material and methods. The demographic data on patients with
chronic hepatitis B in period of time 2017-2019 were extracted
from the clinical database of Mrcheveli medical center. Genotyping
was performed using INNO-LiPA methodology. Statistical analysis
was done using the statistical software SPSS 23.0.

Results and discussion. A total number of study participants
was 84. 58.3% of study participants (N=49) were at the age of
<35 and 41.7% (N=35) were older than 35. 63.2% were from Tbili-
si, capital and 36.8% from regions of Georgia. Majority of study
subjects were males (62.1%; N=54). Age was significantly associ-
ated with genotype distribution. Among older people genotype D
was predominating - 71.4% of those >35 had genotype D, versus
46.9% of younger individuals with genotype D. Among those <35
and >35 genotype A was presented in 53.1% and 28.6%, respec-
tively. 58.3% of study participants (N=49) were at the age of <35
and 41.7% (N=35) were older than 35. 63.2% were from Tbilisi,
capital and 36.8% from regions of Georgia. Majority of study sub-
jects were males (62.1%; N=54) (Table 1).

This is the first study is evaluating HBV genotype distribu-
tion among Georgian patients. Growing evidence suggests that
different genotypes might be associated with different clinical
outcomes of HBV infection. E.g., the latest study done in Ja-
pan found that liver dysfunction was observed less frequently
in hepatitis B carriers with adw serotype (mainly genotype B)
compared with those with adr serotype (mainly genotype C).
In one study genotype D was associated with more severe liver
disease [6]. Another study on 258 Spanish patients with chronic
HBYV infection (52 percent A, 35 percent D, 7 percent F) found
that HBeAg seroconversion rates were similar in patients with
genotypes A and D, but sustained biochemical and virologi-
cal remission was more common in patients with genotype A
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who had HBeAg seroconversion [7]. Studies on the relation-
ship between HBV genotypes and hepatocellular carcinoma
(HCC) have yielded conflicting results. Longitudinal follow-up
studies confirmed that HBV genotype C and high serum HBV
DNA were independent predictors of HCC [8]. However, some
studies found that the lifetime risk of cirrhosis and HCC may
not differ between patients with genotype B and C but adverse
clinical outcomes occur later in patients with genotype B. Sev-
eral reports raised suspicion that HBV genotypes vary in their
ability to induce chronic infection. Two studies from Japan with
57 and 53 cases of acute hepatitis supported the hypothesis that
genotype A more often progresses to chronicity than genotype C
[9]. Similar finding from Switzerland suggested that progression
from acute to chronic hepatitis B was more likely with genotype
A compared with genotype D [10]. Due to the rarity of the ill-
ness and the frequent absence of detectable serum HBV DNA at
presentation, it has been difficult to investigate the role of HBV
genotypes in fulminant hepatitis. One study reported that an out-
break of fulminant hepatitis in the United States was associated
with genotype D [11].

Our data indicates that genotype A is prevalent among young-
er population. One of the reasons of this finding might be the
high rates of migration in European countries among young per-
sons, but further analysis is needed. In addition, our data raises a
questions regarding clinical significance of different genotypes
and as a next step, associations between HBV genotypes and
clinical and laboratory characteristics should be studied.

HBYV infection is one of the major public health problems in
Georgia. Along with hepatitis C elimination project, country
is starting making efforts regarding HBV elimination as well,
which means increased screening and diagnostics and available
treatment and vaccination. Therefore, before planning the cost-
effective models, evaluation of prevalent HBV strains and their
clinical significance is very important for making right deci-
sions.
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SUMMARY

DISTRIBUTION OF HBY GENOTYPES AMONG GEOR-
GIAN PATIENTS OF DIFFERENT AGE GROUPS

14Zarkua J., "*Zakalashvili M., >*Butsashvili M.,
30rta Diana R., 3Guevara-Garcia R., 'Zhamutashvili M.,
24Kamkamidze G., '"Metreveli D.

!Gastroenterology & Hepatology department, Medical center
Mrcheveli, Thilisi, Georgia; *Health Research Union/Clinic
Neolab, Tbhilisi, Georgia; *BioCollections Worldwide Inc, Mi-
ami, FL, USA; *University of Georgia, Tbilisi, Georgia

Hepatitis B virus (HBV) infection is one of the major
healthcare problems in Georgia with a prevalence of 2.9%
in the adult population. There is no published data on HBV
genotype distribution among different age groups in the
country. The study aims to evaluate genotype distribution in
Georgian HBV-infected patients among different age groups.
Data was extracted from the clinical database of Mrcheveli
medical center. Genotyping was performed using INNO-Li-
PA methodology. Statistical analysis was done using the sta-
tistical software SPSS 23.0. The total number of patients en-
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rolled in the study was 84, of which 52 (62.1%) were males.
Participants were mostly from Thillisi (63.2%, N=53). Even
though HBV genotype D was more predominant (found in
57.1% (N=48) of study participants), than genotype A (found
in 42.9% (N=36) of the study population). Age was signifi-
cantly associated with genotype distribution. The major-
ity of the participants (58.3%, N=49) were 35 years old
or younger. Genotype D was predominant in 71.4% of the
study participants older than 35 years old, versus 46.9%
of individuals 35 or younger with genotype D (p<0.001).
Genotype A, among those <35 and >= 35 was presented in
53.1% and 28.6% of cases, respectively. Our data suggests
that HBV genotype D is most prevalent among older Geor-
gian patients chronically infected with hepatitis B. More
than half of younger patients (35 years old or younger)
have Genotype A.

Keywords: HBV Genotypes; Prevalence; Sequencing; Geno-
type D.

PE3IOME

PACHHPEAEJIEHUE I'EHOTUIIOB BI'B CPEJIU I'PY-
3UHCKUX IMAIIMEHTOB PA3HBIX BO3PACTHbIX
I'PYIIII

143apkya JIx.B., “*3akanamsuwm M.I., >Byuamsuiu M. k.,
30pra [{nauna P.B., *I'eBapa-T'apcus P.I,
Kamyramsuian M.T., >*Kamkamuze K., 'Merpesenn .M.

!Meouyunckuii yenmp Mpuesenu, omoenenue 2acmposnmepo-
noeuu u 2enamonozuu, Tounucu, Ipysus, *Hayuno-ucciedosa-
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I'pysus,; 3BioCollections Worldwide Inc, Matiamu, @ropuoa,
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Bupycom renarura B (HBV) sBnsercs ogHOi U3 OCHOB-
HBIX IpoOiieM 31paBooxpaHeHus B [py3uu, nmokasareib pac-
IPOCTPAaHEHHOCTU CPEAM B3POCIIOr0 HACEJICHHsI COCTaBIISIET
2,9%. Janubix o pacnpeaesnenuu renorunos HBV cpeau pas-
HBIX BO3PACTHBIX I'PYIIT HE UMECTCS.

Ienbio uccieoBaHus IBUIIACH OLIEHKA paclpe/ieeHus re-
HOTHIIOB Y MAI[MEHTOB Pa3JIMYHBIX BO3PACTHBIX IPYIII, HH(U-
LIUPOBaHHBIX BUpycoM renaruta B, B ['py3un.

JlaHHBIC 3aMMCTBOBAaHBl W3 KIMHUYECKOW Oa3bl Meau-
LIUHCKOTo IIeHTpa MpueBenu. ['eHOTUIHUpOBaHUE IPOBO-
munn o meroauke INNO-LiPA. Cratuctuyeckuii aHajius
IPOBEJEH C UCIOJIb30BAHUEM CTATHCTHYECKONW MPOrpamMMbl
SPSS v23.0. O6muiee KOJIMYECTBO MAIMEHTOB, BKJIIOYECHHBIX
B HccienoBanue, coctaBuiio 84, uz uux 52 (62,1%) Gbuin
Myx)4unHaMu. 53 (63,2%) yuacTHuka - xurenu r TOuucu.
I'enorun D HBV o6uapyxen y 48 (57,1%) oGcienoBan-
HBIX, TeHOTHI A -y 36 (42,9%). 49 (58,3%) oGcnenoBan-
HBIX ObLIM B Bo3pacte 35 net u moioxe. [enorun D wame
BBISIBJICH y 00CJIEJOBAaHHBIX cTapiie 35 JeT B CpaBHEHUHU
¢ nuiamu B Bo3pacte 35 jer u muaame (71,4% u 46,9%,
coorBercTBeHHO, p<0,001); renorun A - 53,1% u 28,6%
Clly4yaeB, COOTBETCTBEHHO.

nOJ’[y'—{eHHbIe JaHHBIC CBUACTCIIBCTBYIOT, YTO I'CHOTHII D
HBYV naubosee pacpocTpaHeH Cpean MOKUIBIX TPY3UHCKUX
NalueHTOB, XPOHUYECKH HHQHUIMPOBAHHBIX rernaTuToM B.
bonee monoBuHBI MOJOABIX ManueHTOB (35 JeT U MoJloKe)
SIBJISIIOTCSI HOCUTEISIMHU T€HOTHIA A.
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3009Lom  0b6goEoMgogE 3530963 g0do  Lsds®mggaom-
Fo.  ggerggdo  godmygbgdyamos  Lodgwozobm 3960
dobgggeol garobogydo dsbol dmbszgdgdo. agbm@o-
3069ds Bo@odgdygmos INNO-LiPA dgmmomenmaoon.
bEAodobHogg®o sbogrobo Jgldgagdygaos LEs@ob-
H039M0 3ma®msdols SPSS 23.0 d9Tg9mdom. 33em 93530
bodmgmo ogm 84 353096@ 0, Jomspsb 52 (62.1%) oym
35953530. gge0ggol Imbofomggdo g Fomow 0ggbgb
ndoemobol dozbmgdgdangdo - 53 (632%). gganggol
dmbofoanggd@do D agbm@odo (57.1%, N=48) Lis®dmd-
©> A 296m@B03lL (42.9%,N=49). slogo ogm Lo@§dybem
3°8900To g9bmB03gd0lL o539 gdslmsb. 3gamggols
dmboFoanggdol 9dgBglmds (58.3%,N=49) oym 35 fanols
ob guem sbomasbdes. D agbm@Godo dodomows 35
Jaol o 9u6mb sbogmd@og xagndo (71.4%), 35Tob
AmEe 35 Jaobs o 9da@ml sbsgmdmog xa9gdo
dolbo pogMgegds Jgoppgbos 46.9% (p<0.001). A
396m@ 030l gogdEgagds <35 s >=35 Jaols slogmd-
03 Xo9ndo Vgowygbws 53.1% o 28.6%, Jglsdsdo-
Lo. Jodgodygmo dmbsizgdgdo dmfdmdl, dmd B 3g3s@o0-
Aol godbom 0bxgozodgdygam slsgmgsb 353096¢ 9030
©mdobo®gdl D gg9bm@odo, bogm sbhogasb@es (35
Jomo ©s 933®mbo) 353096@gd0L bobggzodbyg dg@L
30 9J3L A g96m@030.

ASSOCIATION OF QUALITY OF LIFE WITH LIVER FIBROSIS
AMONG PATIENTS TREATED FOR HEPATITIS C IN GEORGIA

13Abzianidze T., ’Kajaia M., *Gamezardashvili A., >*Kanchelashvili G.,
2Abashidze G., >*Butsashvili M, *Kamkamidze G.

Clinic NeoLab, Tbhilisi, Georgia, *Health Research Union, Thilisi, Georgia, *University of Georgia, Tbilisi, Georgia

It is estimated that 130 to 185 million people (2-3% of the
global population) have a chronic hepatitis C infection [3]. The
hepatitis C virus causes significant morbidity and mortality. It
has been estimated that each year between 350.000 and 370.000
deaths are directly related to the HCV [2]. The majority (80%)
of people infected with the hepatitis C virus live in low- and
middle-income countries [10;8].

Seroprevalence survey was conducted in 2015 in Georgia
among adults aged >18 years using a stratified, multi-stage
cluster design [5]. National anti-HCV seroprevalence in
Georgia was 7.7% and HCV RNA prevalence was 5.4% [6].

Georgia has launched hepatitis C elimination national pro-
gram in 2015, which aims to sharply reduce the prevalence
of HCV and prevent complications associated with the dis-
ease. It is also extremely important to improve the quality
of life of infected people after recovery from the virus. The
hepatitis C elimination program has made available access to
the diagnostic tests and treatment of hepatitis C. Countrywide
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free treatment program (with DA As) made it possible for cit-
izens to be treated for chronic hepatitis C infection. There
are limited data on the role of successful antiviral treatment
in changing the quality of life among patients in Georgia.
According to different studies, which are mainly conducted
among patients treated with interferon/ribavirin regimen, it
has been found that curing for hepatitis C has a positive ef-
fect on the general health and improves quality of life among
cured patients [1,7].

Material and methods. For data collection the question-
naire was developed to assess the quality of life of patients
involved in the hepatitis C elimination program and evaluate
the association of quality of life with the degree of liver fi-
brosis. The questionnaire was specifically developed for this
study and piloted prior to administration. It included informa-
tion on demographics (age, gender and residence) and health
condition. Liver fibrosis level was measured by FIB4 score
and liver elastography. FIB4 was computed based on age, as-



